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NextGenerationEU obnovy

KUPNi SMLOUVA
¢. 223/0VZ/PVI2022

KUPUJICI: UNIVERZITA PALACKEHO V OLOMOUCI

vefejna vysoka Skola zfizena zakonem €. 111/1998 Sb., o vysokych Skolach a o zméné
a doplnéni nékterych zakonu (zakon o vysokych Skolach), ve znéni pozdéjSich predpisu

se sidlem: Krizkovského 511/8, 771 47 Olomouc, Ceska republika
rektor: prof. MUDr. Martin Prochazka, Ph.D.

osoba opravnéna jednat

e _

ICO: 61989592

DIC: CZ61989592

bankovni spojeni: Komeréni banka, a.s., pobocka Olomouc
Cislo uctu:

(déle jen ,Kupujici®) na strané jedné

a
PRODAVAUJICI: GeneTiCA s.r.o.

se sidlem: Sluzeb 3056/4, 108 00 Praha 10

zapis v obchodnim rejstriku: Méstskym soudem v Praze, oddil C, vlozka 54529
statutarni organ: RNDr. Petr Kvapil, jednatel

osoba opravnéna jednat
ve vécech smluvnich:
osoba opravnéna jednat
ve vécech technickych:

ICO: 25609378

DIC: CZ25609378

bankovni spojeni: Ceskoslovenska obchodni banka, a. s.
Cislo Gétu: I

(déle jen ,Prodavajici®) na strané druhé

uzaviraji nize uvedeného dne, mésice a roku podle ust. § 2079 a nasl. zakona €. 89/2012 Sb.,
obc¢anského zakoniku, ve znéni pozdéjsich predpisu (dle jen ,obéansky zakonik"), tuto kupni
smlouvu (dale jen ,Smiouva®).

Kupujici s Prodavajicim uzaviraji tuto Smlouvu v disledku skuteénosti, Ze Prodavajici byl
Kupujicim vybran v otevieném zadavacim fizeni dle zakona ¢. 134/2016 Sb., o zadavani
vefejnych zakazek, v uc¢inném znéni, s nazvem ,LF/UPOL/UMTM - vysokokapacitni
sekvenator” jako dodavatel pro tuto verejnou zakazku zadavanou v ramci Programu podpory
excelentniho vyzkumu v prioritnich oblastech verejného zajmu ve zdravotnictvi — EXCELES v
ramci Narodniho planu obnovy.

l. Piedmét pInéni
1. Pfedmétem koupé podle této Smiouvy je NovaSeq 6000 Sequencing System (dale jen

,Zbozi”) v druhu, mnozstvi, jakosti a provedeni podle specifikace, ktera tvofi nedilnou soucast
této Smilouvy jako jeji pfiloha ¢. 1. Prodavajici neni opravnén odevzdat Kupujicimu vétsi

Univerzita Palackeho v Olomouci | Kfizkovskeho 511/8 | 771 47 Olomouc Strana 1
www.upol.cz



v

Univerzita Palackého
v Olomouci

mnozstvi Zbozi ve smyslu § 2093 obCanského zakoniku. Smluvni strany si ujednaly, ze § 2099
odst. 2 ob&anského zakoniku se nepouzije.

2. Prodavajici se zavazuje odevzdat za touto Smlouvou sjednanych podminek Kupujicimu
Zbozi specifikované v pfiloze &. 1 této Smlouvy a umoznit mu nabyt viastnické pravo k tomuto
Zbozi, vcetné provedeni jeho instalace, provedeni zaskoleni uzivateld Kupujiciho
kvalifikovanym pracovnikem a poskytovat zaruéni servis pro Zbozi za podminek stanovenych
dale touto Smlouvou.

3. Kupujici se zavazuje Zbozi prevzit a zaplatit za néj sjednanou kupni cenu zpUsobem
a v terminu sjednanymi touto Smiouvou.

4. Soucasti dodani pfedmétu Smiouvy je i doprava do mista dodani a dodani zakonnych
dokladd (Prohlaseni o shodé nebo CE certifikat, uzivatelsky manual v ¢eském nebo
v anglickém jazyce).

5. Prodavajici ve smyslu § 2103 ob&anského zakoniku ujistuje, ze Zbozi je bez vad.

6. Zbozi musi byt pIné funkéni, nové, nerepasované, bez dalSich dodateénych nakladl ze
strany Kupujiciho.

7. Prodavajici se zavazuje odvést a zlikvidovat veskery odpad, zejm. obaly a zbytky materiald
pouzitych pfi plnéni zavazku z této Smlouvy, v souladu s prislusnymi ustanovenimi zakona ¢.
541/2020 Sb., o odpadech, ve znéni pozdéjSich predpisu, a dalSimi souvisejicimi pravnimi
predpisy.

Il. Cas a misto dodani

1. Prodavajici se zavazuje dodat a instalovat Zbozi v misté dodani, dodat véechny zakonné
podklady ke Zbozi a provést zaskoleni uzivatell Kupujiciho kvalifikovanym pracovnikem
vrozsahu ¢l. V. odst. 2 této Smlouvy nejpozdéji do 70 kalendarnich dnli ode dne nabyti
ucinnosti této Smiouvy.

2. Misto dodani: Ustav molekularni a translaéni mediciny, Lékarska fakulta Univerzity
Palackého v Olomouci, Hnévotinska 1333/5, 779 00 Olomouc, Ceska republika. Osoba

opravnéna k prevzeti Zbozi za Kupujicino: || G coo i

pisemné povérena osoba.

3. Smluvni strany si ujednaly, Ze ustanoveni § 2126 a § 2127 obcéanského zakoniku
0 svépomocném prodeji se v pfipadé prodleni Kupujiciho s prevzetim Zbozi nepouzije.

ll. Kupni cena
1. Celkova kupni cena Zbozi ¢ini 23.000.000,00 K& bez DPH. Prodavajici je platce DPH.
2. V kupni cené jsou zahrnuty veskeré naklady spojené s dodanim Zbozi a zisk Prodavajiciho
(zejména doprava Zbozi na misto dodani, clo, pojisténi, instalace Zbozi, dodani vSech

zékonnych podkladl ke Zbozi, provedeni zaskoleni uzivatelll Kupujiciho kvalifikovanym
pracovnikem, kompletni zajisténi zaruéniho servisu).
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3. Kupni cena je sjednana jako cena pevna, nejvyse pripustna a maximailni, zahrnuje veskeré
naklady spojené s dodanim Zbozi. Zména kupni ceny je mozna pouze a jen za predpokladu,
ze dojde po uzavreni této Smlouvy ke zménam sazeb dané z pfidané hodnoty.

4. Prodavajici odpovida za to, ze sazba dané z pfidané hodnoty v okamziku fakturace je
stanovena v souladu s uéinnymi pravnimi predpisy.

Iv. Platebni podminky

1. Platba za dodavku Zbozi probéhne na zakladé radné vystaveného danového dokladu
(faktury), obsahujiciho v8echny nalezitosti, ve lhaté splatnosti do 30 kalendarnich dnl ode dne
jejiho prokazatelného doruceni Kupujicimu. Faktura bude vystavena Prodavajicim nejdfive po
dodani Zbozi, jeho fadné a upIné instalaci a provedeni uvodniho zakladniho $koleni obsluhy
v rozsahu €l. V. odst. 2 této Smlouvy, coz bude potvrzeno pisemnym protokolem o dodani
ainstalaci Zbozi. Dokladem o fadném splnéni zavazk( uvedenych v predchozi vété
Prodavajicim je pisemny datovany predavaci protokol opatfeny podpisy opravnénych osob
obou smluvnich stran jednat ve vécech technickych.

2. Prodavajicim vystavena faktura musi obsahovat vSechny nalezitosti dafového dokladu
v souladu se zakonem ¢&. 235/2004 Sb., o dani z pfidané hodnoty, ve znéni pozdéjsich
predpisl a nalezitosti obchodni listiny dle § 435 obcanského zakoniku a sou¢asné identifikaci
Smlouvy, na jejimz zakladé bylo plnéno. Fakturu Prodavajici opatfi podpisem osoby
opravnéné ji vystavit. Na vystavené fakture bude vyznaceno &islo této Smiouvy.

3. Nebude-li faktura vystavena Prodavajicim obsahovat nékterou povinnou nalezitost nebo
Prodavajici chybné vyuctuje cenu nebo DPH, je Kupujici opravnén pfed uplynutim lhaty
splatnosti vratit fakturu Prodavajicimi k provedeni opravy s vyznacenim dlvodu vraceni.
Prodavajici provede opravu vystavenim nové faktury. Dnem odeslani vadné faktury
Prodavajicimu prestava bézet plivodni Ihtta splatnosti a nova Ihita splatnosti bézi znovu ode
dne dorucéeni nove faktury Kupujicim.

4. Smluvni strany se dohodly na tom, ze zavazek zaplatit kupni cenu je splnén dnem odepsani
prislusné ¢astky z uctu Kupujiciho ve prospéch uctu Prodavajiciho uvedeného v zahlavi této
Smiouvy.

5. Prodavajici zajisti radné a vcéasné plnéni financ¢nich zavazkd svym poddodavatellim, kdy za
radné a véasné plnéni se povazuje plné uhrazeni poddodavatelem vystavenych faktur za
plnéni poskytnuta Prodavajicimu k provedeni zavazkl vyplyvajicich ze Smlouvy, ato vzdy
nejpozdéji do 15 kalendarnich dnll od obdrzeni platby ze strany Kupujiciho za konkrétni pinéni
(pokud jiz splatnost poddodavatelem vystavené faktury nenastala dfive). Prodavajici se
zavazuje prenést totoznou povinnost do dalsich urovni dodavatelského fetézce a zavazat své
poddodavatele k plnéni a Sifeni této povinnosti t&€z do nizsich Urovni dodavatelského fetézce.
Kupuijici je opravnén pozadovat pfedlozeni dokladl o provedenych platbach poddodavatelim
a smlouvy uzaviené mezi Prodavajicim a poddodavateli. Nesplnéni povinnosti Prodavajiciho
dle tohoto ujednani Smlouvy se povazuje za podstatné poruseni Smlouvy s moznosti
odstoupeni Kupujicim od této Smlouvy. Odstoupeni od této Smilouvy je v takovém pfipadé
uéinné doru¢enim pisemného oznameni o odstoupeni od Smlouvy druhé smluvni strané.

V. Instalace Zbozi a zaskoleni obsluhy
1. V ramci instalace Zbozi v misté dodani, je Prodavajici povinen prokazat zejména, nikoliv

vSak vyluéné, plnou funkénost a splnéni véech parametrl ZbozZi v souladu s nabidkou
Prodavajiciho, ktera tvofi nedilnou soucast této Smlouvy (pfiloha &. 1 této Smlouvy).
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2. Prodavajici se zavazuje provest zakladni Skoleni obsluhy dodavaného Zbozi, které je
podminkou pro Fadné pfedani a prevzeti Zbozi v rozsahu:

Uvodni $koleni obsluhy dodavaného zafizeni v rozsahu min. 1 pracovniho dne pro min. 2
osoby ze strany Kupujiciho. Odborné kvalifikovani servisni technici, popf. aplikani
specialisté provedou Skoleni obsluhy, ve kterém bude zahrnuto:

- teorie o konstrukci a nastaveni pfistroje

- zapnuti/vypnuti zafizeni

- bézna kontrola/nastaveni provoznich parametr( zarizeni

- provozni udrzba zafizeni, uzivatelské servisni ukony

3. Veskera Skoleni probéhnou v misté instalace zafizeni, pokud nebude dohodnuto pisemné
jinak osobami opravnénymi jednat ve vécech technickych za smluvni strany. Veskeré naklady
spojené s vySe uvedenymi Skolenimi (v€. pobytu servisniho technika a aplikaéniho specialisty)
hradi Prodavajici.

VL. Odpovédnost Prodavajiciho za vady a zaruka za jakost

1. Prodavajici poskytuje na Zbozi zaruku za jakost podle § 2113 a nasl. ob&anského zakoniku
v délce 12 mésicli ode dne podpisu predavaciho protokolu dle ¢&l. IV. odst. 1 této Smiouvy.

2. Prodavajici garantuje rychlost servisniho zasahu, tj. dojezd do mista instalace Zbozi,
detekce vady a projednani nutnych servisnich Ukon( s osobou opravnénou ve vécech
technickych za Kupuijiciho, v zaru¢ni dobé nejpozdéji do 72 hodin od ohlaseni vady Kupujicim,
a to navstévou servisniho technika. Jednotlivé vady v zaruéni dobé musi byt odstranény
nejpozdéji do 30 pracovnich dnu ode dne zahdjeni odstranovani vad, pficemz dnem zahajeni
odstrafiovani vad je den servisniho zasahu, nedohodnou-li se osoby opravnéné ve vécech
technickych za smluvni strany pisemné jinak. Prodavajici je povinen odstranovat jednotlivé
vady v ,misté pInéni‘, neni-li to prokazatelné technicky mozné, ,vadnou c&ast® Zbozi
Prodavajici protokolarné prevezme do opravy po pisemném odsouhlaseni navrzeného
postupu osobou opravnénou ve vécech technickych za Kupujiciho. Smluvni strany si ujednaly,
ze § 2110 obcCanského zakoniku se nepouzije; Kupujici je tedy opravnén pro vady odstoupit
od Smlouvy nebo pozadovat dodani nového Zbozi bez ohledu na skute¢nost, zda mlize Zbozi
vratit, popf. vratit je ve stavu, v jakém je obdrzel.

3. Prodavajici se zavazuje k provadéni bezplatného plného servisu odevzdaného Zbozi
v podrobnostech dle této Smlouvy po celou dobu trvani zaruéni doby. Naklady na provadéni
zaruéniho pIiného servisu dodaného Zbozi tvofi soucast kupni ceny.

VII. Utvrzeni zavazku

1. Smluvni strany si pro pfipad poruseni smluvené povinnosti ujednavaji smluvni pokuty
v podobé, jak je upravuji nasledujici odstavce Smlouvy. Ani jedna ze smluvnich stran ujednané
smluvni pokuty nepovazuje za nepfimérené s ohledem na hodnotu jednotlivych utvrzovanych
smluvnich povinnosti.

2. Prodavajici se zavazuje uhradit Kupujicimu smluvni pokutu ve vysi 0,2 % z celkové kupni
ceny bez DPH za kazdy i zapocaty den prodleni se smluvné stanovenym terminem dodani ve
smyslu €&l. II. odst. 1 této Smiouvy.

3. Prodavajici se zavazuje uhradit Kupujicimu smluvni pokutu ve vysi 0,1 % z celkové kupni
ceny bez DPH za kazdy i zapo¢aty den po marném uplynuti Ihity k nastoupeni k opravé vad
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nebo Ihity k opravé vad v dobé zaruky v souladu s €l. VI. této Smlouvy, a to za kazdy jednotlivy
pFipad.

4. Smluvni strany se dohodly, ze § 2050 ob&anského zakoniku se nepouzije, tj. ze smluvni
pokuty se nezapocitavaji na nahradu pfipadné vzniklé skody, kterou Ize vymahat samostatné
v pIné vysi vedle smluvni pokuty.

5. Splatnost vyuctovanych smluvnich pokut je 30 kalendarnich dni od data doruceni
pisemného vyuctovani prislusné smluvni strané a za den zaplaceni bude povazovan den
odepsani €astky smluvni pokuty z uctu pfislusné smiluvni strany ve prospéch uétu, ktery bude
uveden ve vyuctovani smluvni pokuty.

6. Smluvni pokuty je Kupujici opravnén zapocist ve smyslu ust. § 1982 a nasl. ob¢anského
zakoniku proti i nesplatné pohledavce Prodavajiciho na uhradu kupni ceny dle této Smiouvy.

VIll. Zavéreéné ujednani

1. Prodavajici je osobou povinnou spoluplsobit pfi vykonu finan¢ni kontroly ve smyslu
ustanoveni § 2 pism. e) zakona &. 320/2001 Sb., o finan¢ni kontrole ve verejné sprave, ve
znéni pozdéjsich predpisu. Tyto zavazky Prodavajiciho se vztahuji i na jeho smluvni partnery,
podilejici se na plnéni této Smlouvy.

2. Prodavajici se zavazuje zajistit v ramci plnéni této Smilouvy legalni zaméstnavani osob
a zajisti pracovniklim podilejicim se na plnéni Smlouvy férové a dlstojné pracovni podminky.
Férovymi a ddstojnymi pracovnimi podminkami se rozumi takové pracovni podminky, které
splfiuji alespori minimalni standardy stanovené pracovnépravnimi a mzdovymi predpisy.
Prodavajici je povinen zajistit spinéni pozZadavkl tohoto ustanoveni Smlouvy i u svych
poddodavatell. Nesplnéni povinnosti Prodavajiciho dle tohoto ujednani Smlouvy se povazuje
za podstatné poruseni Smlouvy s moznosti odstoupeni Kupujicim od této Smilouvy.
Odstoupeni od této Smlouvy je v takovém pfipadé ucinné doruéenim pisemného oznameni
0 odstoupeni od Smlouvy druhé smluvni strané.

3. Kupujici si vyhrazuje pravo zverejnit obsah uzaviené Smilouvy.

4. Tato Smlouva se v otazkach v ni vyslovné neupravenych fidi obcanskym zakonikem
a pravnim fadem Ceske republiky.

5. Ujednani této Smiouvy jsou vzajemné oddélitelna. Pokud jakakoli ¢ast zavazku podle této
Smlouvy je nebo se stane neplatnou &i nevymahatelnou, nebude to mit vliv na platnost
a vymahatelnost ostatnich zavazk{ podle této Smlouvy a smluvni strany se zavazuji nahradit
takovouto neplatnou nebo nevymahatelnou ¢ast zavazku novou, platnou a vymahatelnou Casti
zavazku, jejiz predmét bude nejlépe odpovidat predmétu plvodniho zavazku. Pokud by
Smlouva neobsahovala néjaké ujednani, jehoz stanoveni by bylo jinak pro vymezeni prav
a povinnosti odlvodnéné, smluvni strany ucini vSe pro to, aby takové ujednani bylo do
Smlouvy doplnéno.

6. Zménit nebo doplnit tuto Smlouvu mohou smluvni strany pouze formou pisemnych dodatk,
které budou vzestupné Cislovany, vyslovné prohlaseny za dodatek této Smlouvy a podepsany
opravnénymi osobami smluvnich stran.

7. Kupujici je opravnén v souladu s ust. § 2001 ob&anského zakoniku odstoupit od této
Smlouvy v pfipadé:
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e prodleni Prodavajiciho s dodanim Zbozi del§im nez 10 kalendarnich dn(,
¢ nedodrzeni technické specifikace Zbozi uvedené v nabidce Prodavajiciho,
e prodleni Prodavajiciho se zahajenim odstrafiovani vad o vice nez 10 kalendarnich dn(,
e Ze bude pozastaveno nebo ukonéeno poskytovani dotacnich prostredkl ¢erpanych na

realizaci predmétu Smlouvy z pfisludného projektu,

e Zevydaje, které by mu na zakladé této Smlouvy mély vzniknout, budou poskytovatelem
dotaénich prostredkl, pfipadné jinym opravnénym spravnim organem oznaceny za
nezpUsobilé k proplaceni z dotaénich prostfedku prisluSného projektu,

e podstatného poruseni povinnosti dle této Smlouvy Prodavajicim.

Odstoupeni od Smilouvy musi byt uinéno pisemné a nabyva ucéinnosti dnem doruéeni
pisemného oznameni druhé smluvni strané.

8. Prodavajici neni opravnén bez souhlasu Kupujiciho postoupit sva prava a povinnosti
plynouci z této Smlouvy treti osobé.

9. Ohledné doru€ovani zasilek tykajicich se plnéni této Smlouvy odesilanych Prodavajicim
s vyuzitim provozovatele postovnich sluzeb se § 573 obcanského zakoniku nepouzije.

10. Prodavajici bere na védomi, ze tato Smlouva véetné vSech jejich pfiloh podléha povinnému
uverejnéni podle zakona ¢. 340/2015 Sb., o zvlastnich podminkach ucinnosti nékterych smluv,
uverejiiovani téchto smiluv a o registru smluv, v uéinném znéni.

11. Tato Smlouva nabyva platnosti dnem jejiho podpisu poslednim ucastnikem této Smlouvy
a ucinnosti dnem uverejnéni této Smlouvy Kupujicim v registru smiluv dle zakona €. 340/2015
Sb., ozvlastnich podminkach udinnosti nékterych smluv, uvefejiiovani téchto smiuv
a o registru smiuv, v u€¢inném znéni.

12. Tato Smlouva je vyhotovena v elektronické podobé.

13. Nedilnou soucast této Smlouvy tvori pfilohy:

Pfiloha €. 1 — Nabidka Prodavajiciho ze dne 13. 10. 2022

V Olomouci, dne 14.11.2022 V Praze, dne 02.11.2022

prof. MUDTr. Martin Prochazka, Ph.D. ~ RNDr. PetrKvapil
rektor Univerzity Palackého v Olomouci jednatel GeneTiCA s.r.o0.
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Nabidka: GCZ-NB-22-02075

DODAVATEL: ODBERATEL:
GeneTiCA s.r.o. Adresa:
Sluzeb 3056/4 Univerzita Palackého v Olomouci, Lékarska fakulta

108 00 Praha 10

Sidlo: Sluzeb 3056/4, 108 00 Praha 10 Hnévotinska 3
; y 771 26 Olomouc
IC: 25609378, DIC: CZ25609378
RS: Méstsky soud Praha, oddil C vloZzka 54529
tel: NI

e-mail: te!: I G-
Internet: www.genetica.cz Email :
Manazer:
Telefon:

cz
e-mail:

Pocet stran: 1

Datum: 12. 10. 2022

Predmét nabidky:

Specifikace:
Cislo Popis Mnozstvi Cena za jedn. Cena bez DPH DPH
20012850 NovaSeq 6000 Sequencing Systém (zaruka 12 mésicil) 1x 23 000 000,00 23 000 000,00 21%

Podminky zaruky:
- kontaktovani zakaznika do 1 pracovniho dne od nahlaseni zavady
- nastup k opravé do 3 pracovnich dni
- nahradni dily, prace a doprava servisniho technika/ aplikaéniho specialisty zdarma
- provedeni opravy do 30 dnl
= nahrada sekvenacénich reagencii pfi selhani hardware béhem zaruéni doby
- zaruka se nevztahuje na vady zplUsobené uzivatelem nebo postupy, které jsou v rozporu s doporucenim

vyrobce
Celkem bez DPH: 23 000 000,00 CzK
DPH: 4 830 000,00 CZK
Celkem s DPH: 27 830 000,00 CZK

Cena zahrnuje dopravu na misto uréeni, instalaci, provedeni instalaéniho experimentu, zaskoleni personalu a
clo.

Zaruka 12 mésicu.



NovaSeq 6000 Sequencing System — technicka specifikace

NovaSeq 6000 Seuencing System je vysokokapacitni sekvenator nové generace (NGS)
se schopnosti simultanniho sekvenovani velkého poctu genu, celogenomového a
celoexomového sekvenovani

Jde o vysokokapacitni sekvenator zalozeny na technologii masivné paralelniho
sekvenovani nukleovych kyselin

Sekvenovani je zalozeno na 2-kanalové technologie syntézou (SBS, Sequencing By
Synthesis), ktera detekuje fluorescenci odstépené znacéky reverzibilniho terminatoru
Pristroj umoznuje vyuzit Siroky rozsah kapacit sekvenacnich béhu, a to od 65 do 3000
Gb/1 béh pomoci riiznych formatt pratokovych komurek. Gb — gigabaze (10° bazi)
Pristroj umoznuje paralelni nezavislou sekvenaci na 2 sekvenaénich pratokovych
komurkach, Ize tedy spustit 2 sekvenacéni béhy souc¢asné

Pristroj umoznuje individualni nanaseni knihoven do jednotlivych drah pritokové komarky
PFistroj umoznuje ,single-end‘ i ,pair-end” ¢teni knihoven

Délka éteni fragmentu €ini maximalné 2 x 250 bp, umoznuje vsak i sekvenovani kratsich
fragmentu

Pristroj vyziva klonalni amplifikaci (integrovana tvorba sekvenacnich klastrd), po niz
nasleduje vlastni proces sekvenovani

Jeden sekvenalni béh pristroje trva 13 az 44 hodin. Tato doba zavisi na zvolené aplikaci,
poctu analyzovanych vzork(l a na pouziti konkrétni pritokové kom(irky

Pristroj umoznuje ukladat sekvenacni data v rozsahu dvou samostatnych sekvenacnich
béh( (6000 Gb/2 béhy), a to bez potfeby zasahu operatora

Pristroj je schopen automaticky zasilat sekvenaéni data pro primarni zpracovani na
vypocetni server/ cloud v rozsahu dvou samostatnych sekvenacnich béhl (6000 Gb/2
béhy), a to bez zasahu operatora

Pristroj umoznuje v ramci 2 paralelnich béhl sou¢asnou analyzu:

e 500 lidskych exomu pfi prumérné hloubce &teni regionu zajmu 100 x

e 48 lidskych genom pfi primérné hloubce ¢&teni regionu zajmu 30 x

e 400 lidskych transkriptom( souc¢asné

Pristroj dosahuje 20 miliard sekvenacnich Eteni v jednom sekvenacnim béhu za pouziti
,pair-end” ¢teni

Maximalni chybovost vyjadfena skdérem kvality:

o Q30 2=90% bazi pro ¢teni 2 x 50 bp

o Q30 2=85% bazi pro &teni 2 x 100 bp

o Q30285 % bazi pro ¢teni 2 x 150 bp

e Q30 =75% bazi pro ¢teni 2 x 250 bp

Soucasti dodavky je zalozni zdroj pro zajisténi 30 minutového béhu bez napajeni z
elektrorozvodné sité

Soucasti dodavky je Fidici jednotka s operaénim systémem kompatibilnim s Linux

Pristroj je vybaven operaénim systémem Windows 10

Doporuceny teplotni rezim v mistnosti: 19°C-25°C (22°C £3°C), zména teploty za hodinu:
<2°C

Doporucéena relativni vihkost v mistnosti: 20 az 80%

Rozmeéry pfistroje: Sifka x hloubky x vyska — 80 cm x 94,5 cm x 165,5 cm

Hmotnost pfistroje: 481 kg

Napajeni: 230V/ 1 faze/ 50Hz
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illumina

NovaSeq" 6000 Sequencing System

Scalable throughput and flexibility for virtually any genome, sequencing method, and scale

of project.

Highlights

® Scalable platform
Match data output, time to results, and price per sample to
study needs

® Flexible performance
Configure sequencing method, flow cell type, and read length
to support a broad range of applications

¢ Streamlined operation
Increase lab efficiency with a simplified workflow and reduced
hands-on time

Introduction

The NovaSeq 6000 System (Figure 1) unleashes a new erain
sequencing with groundbreaking innovations, providing users with
the throughput, speed, and flexibility to complete projects faster and
more economically than ever before. Leveraging proven lllumina
next-generation sequencing (NGS) technology, multiple flow cell
types, two library loading workflows, and various read length
combinations, the NovaSeq 6000 System enables effective
throughput scaling to suit virtually any study needs.

Applications requiring large amounts of data, such as human whole-
genome sequencing (WGS), ultradeep exome sequencing, and
tumor-normal profiling can now be completed in a more cost-
effective manner. For additional flexibility, the NovaSeq Xp workflow
supports individual lane loading for sequencing different libraries in
each flow cell lane. When combined with lower output flow cells, the
same instrument can be used for less data intensive methods. Every
project, regardless of the size or goal, will benefit from easy operation
and integration with data storage and analysis tools that help
streamline the overall experimental workflow. Whether running a
single NGS system or a large fleet, the NovaSeq 6000 System opens
new possibilities across a range of sample types, sequencing
methods, and applications.

Scalable platform

The NovaSeq 6000 System provides access to a powerful, high-
throughout genomics solution that empowers users to perform
studies at the throughput and price per sample that meets their
research objectives.

*The NovaSeq SP reagent kits will be released soon.

illumina

- "ITE———

Figure 1: The NovaSeq 6000 System—T ransforming sequencing by combining
throughput, flexibility, and ease of use for virtually any method, genome, and
scale.

Match data output to project needs

The NovaSeq 6000 System offers output up to 6 Tb and 20 B reads
in <2 days.* Multiple flow cell types and read length combinations
offer flexible output and run time configurations based on project
needs (Table 1).

NovaSeq S Prime (SP), S1, and S2 flow cells provide quick and
powerful sequencing for most high-throughput applications. With
fewer reads than a HiSeq"” 2500** or HiSeq 4000 flow cell and the
flexibility of individual lane loading, the NovaSeq SP and S1 flow cells
allows existing HiSeq System users to transition easily, without the
need to batch additional samples per run.

The NovaSeq S4 flow cell enables high-throughput cost-effective
sequencing across a range of applications, making in-house WGS or
WES studies an attractive and affordable option for more labs.

**Comparison reads for the HiSeq 2500 System based on specifications for the v4 (high output) flow cell.

For Research Use Only. Not for use in diagnostic procedures.
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Flexible performance

The NovaSeq 6000 System offers tremendous flexibility in
sequencing options, supporting an extensive output range
(Figure 2). Users can mix and match between four flow cell types
(SP, S1,S2, or S4), run one or two flow cells at a time, and choose
between multiple read lengths to easily adjust output and sample
throughput for each sequencing run (Table 1).

Maximize library loading configurations

The NovaSeq 6000 System offers two methods for flow cell loading:
the NovaSeq Xp or standard workflow.

NovaSeq Xp workflow

With the optional NovaSeq Xp workflow, users can load each flow cell
lane individually to separate different projects or methods between
lanes. The NovaSeq Xp workflow also allows users to multiplex
samples within a lane to maximize the total number of samples per flow
cell (eg, 96-plex per lane in each of the four lanes on a NovaSeq S4
flow cell for a total of 384 samples). As an added benefit, this
multiplexing reduces the amount of DNA input required compared to
the standard workflow.

The NovaSeq Xp workflow, available separately, is an alternative to
standard onboard cluster generation. It consists of the NovaSeq Xp Kit
containing reagents and a disposable manifold for sample loading, and
the NovaSeq Xp Flow Cell Dock that holds flow cells for loading. The
NovaSeq Xp workflow is compatible with automation.

Standard workflow

For faster sample loading, the NovaSeq 6000 System offers the
standard workflow featuring fully automated onboard cluster
generation for ease of use and reduced hands-on time. Prepared
libraries are loaded directly into a sample tube that sitsin a
preconfigured reagent cartridge, which is loaded directly onto the
system for fully automated cluster generation.

Wide range of sequencing methods

The NovaSeq 6000 System is compatible with various lllumina library
preparation kits, supporting a wide range of methods, from
expression profiling to WGS and beyond (Table 2).

Streamlined operation

The NovaSeq 6000 System increases lab efficiency through several

advanced features (Figure 3):

® | oad-and-go reagent cartridges represent an 80% reduction in
consumables compared to the HiSeq Series of Systems

® Ready-to-use reagentsrequire no preparation other than
thawing, eliminating the need for user intervention, minimizing
human error, and drastically reducing run setup time to minutes

® Radio-frequency identification (RFID)-encoded consumables
enable automated reagent traceability and ensure compatibility of
all sequencing reagents and flow cells

®  Automated flow cell loading and onboard cluster generation
minimize hands-on time

For Research Use Only. Not for use in diagnostic procedures.

12000
M NovaSeq 6000 System

M HiSeq X System

10000 )
M HiSeq 4000 System

8000
6000

4000

2000
s4 s2 st sP
0 flow cell flow cell flow cell flow cell

Figure 2: The NovaSeq 6000 System offers the broadest output range—The
NovaSeq 6000 System generates from 80 Gb and 800 M reads to 3 Tband 10B
reads of data in single flow cell mode. In dual flow cell mode, output can be up to
6 Th and 20 B reads. The tunable output makes the NovaSeq 6000 System
accessible for a wide range of applications.

Output (millions of reads per flow cell)

Table 1: NovaSeq 6000 System flow cell specifications

Flow cell type SP S1 S2 S4
Lanes per flow 5 9 5 4
cell

Output per flow cel@P
2x50bp 65-80 Gb
2x100bp N/AS

2 x150 bp 200-250 Gb

Single reads

(clusters

passing filter)

Paired-end

reads

(clusters

passing filter)

Quality scores®

2x50bp 285%

2x100bp =80%

2x 150 bp 275%

Run time®

2x50bp “13hr “13 hr 16 hr N/AC

2x100bp N/AS ~19hr ~25hr ~36 hr

2x150bp ~25hr ~25 hr ~36 hr 44 hr

a. Output and read number specifications based on a single flow cell using
lllumina PhiX control library at supported cluster densities. The NovaSeq
6000 System can run one or two flow cells simultaneously.

b. Performance metrics for the NovaSeq SP reagent kit are subject to
change.

c. N/A: not applicable.

d. Quality scores are based on NovaSeq S2 Reagent Kits run on the
NovaSeq 6000 System using an Illumina PhiX control library. Performance
may vary based on library type and quality, insert size, loading
concentration, and other experimental factors.

e. Run times are based on running two flow cells of the same type. Starting
two different flow cells will impact run time.

333-417 Gb N/A®
667-833Gb  1600-2000 Gb
1000-1250 Gb  2400-3000 Gb

134-167 Gb
266-333 Gb
400-500 Gb

0.65-0.88B 1.3-1.6B 3.34.1B 8-10B

1.3-1.6B 2.6-3.2B 6.6-8.2B 16-20B

770-2016-025-K| 2
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Cutting-edge technology

The NovaSeq 6000 System represents the most powerful, simple,
scalable, and reliable high-throughput lllumina sequencing platform
to date, producing outstanding data quality. The instrumentrelies on
proven lllumina sequencing by synthesis (SBS) chemistry. This
proprietary reversible terminator-based method enables the
massively parallel sequencing of billions of DNA fragments, detecting
single bases as they are incorporated into growing DNA strands. The
method significantly reduces errors and missed calls associated with
strings of repeated nucleotides (homopolymers).

Ingenious design

The NovaSeq 6000 System unites high-performance imaging with
the latest patterned flow cell technology to deliver massive increases
in throughput. Superior optics offer high-resolution, high-speed
scanning, contributing to making the NovaSeq 6000 System the
highest throughput lllumina sequencing platform yet.

The redesigned NovaSeq flow cells improve upon patterned flow
cells first deployed on the HiSeq X System. Each flow cell contains
billions of nanowells at fixed locations for even cluster spacing and
uniform feature size. NovaSeq flow cells reduce spacing between
nanowells, significantly increasing cluster density. Combining the
higher cluster density with proprietary exclusion amplification
clustering maximizes the number of nanowells occupied by DNA
clusters originating from a single DNA template for a substantial
increase in data output.

Comprehensive sequencing ecosystem

The NovaSeq 6000 System forms the cornerstone of a sequencing
ecosystem that encompasses workflow management, manual or
automated library preparation, sequencing, data analysis and
interpretation, and service and support (Figure 4).

Laboratory information management system (LIMS)

The NovaSeq 6000 System is fully compatible, out of the box, with
BaseSpace” Clarity LIMS. Using a LIMS, labs can improve
operational efficiency with comprehensive sample and reagent
tracking, automated workflows, and integrated instrument operation.
BaseSpace Clarity LIMS offers an intuitive user interface and
preconfigured workflows, enabling rapid adoption for immediate
process tracking and scalability. The NovaSeq 6000 System can also
be integrated with user-developed and other third-party LIMS.

Automated library preparation

llumina has partnered with leading automated liquid-handling
suppliers to develop several “llumina Qualified” methods (Table 2).
The lllumina Qualified designation means that libraries prepared with
these methods perform comparably to those prepared manually.
lllumina Qualified methods can be rapidly installed for immediate use
in any lab, minimizing time-consuming, costly development efforts.
Automating library preparation increases uniformity across

For Research Use Only. Not for use in diagnostic procedures.

Figure 3: The NovaSeq 6000 System provides straightforward operation—Many
features of the NovaSeq 6000 System are designed to simplify genomic
studies, including (A) intuitive touch screen interface, (B) lighted LED display
indicates flow cell status, (C) snap-in cartridges contain ready-to-use reagents,
and (D) waste containers that can be easily removed for disposal.

Table 2: Examples of common sequencing methods
Whole-genome sequencing

TruSeq" DNA PCR-Free®

Nextera" DNA Flex®

IDT for lllumina-TruSeq DNA UD Indexes (24 indexes, 96 samples)b'c
IDT for lllumina-TruSeq DNA UD Indexes (96 indexes, 96 sample:;)b’C
Targeted resequencing

TruSeq Workflow with IDT Enrichment and Exome®

Nextera Workflow with IDT Enrichment and Exome®

TruSeq RNA Exome Enrichment?

RNA sequencing

TruSeq Stranded Total RNA?

TruSeq Stranded mMRNA?

IDT for lllumina-TruSeq RNA UD Indexes (24 indexes, 96 samples
IDT for lllumina-TruSeq RNA UD Indexes (96 indexes, 96 samples)b'C
Methylation sequencing

TruSeq Methy| Capture EPIC

Library prep methods listed are only examples of those available for use with
the NovaSeq 6000 System. For a complete list, visit www.illumina.com.

a. An lllumina Qualified Method is available

b. IDT = Integrated DNA Technologies

c. UD Indexes = Unique Dual Indexes

)b,c

experiments, minimizes errors, reduces hands-on time, and enables
higher throughput, allowing users to harness the unmatched
productivity of the NovaSeq 6000 System.

Data analysis

Data from the NovaSeq 6000 System can be streamed into
BaseSpace Sequence Hub, a user-friendly genomics cloud
computing platform optimized for processing large data volumes.
BaseSpace Sequence Hub offers simplified data management,

770-2016-025-K| 3
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Manage workflow

Prepare library

Sequence

Analyze data Interpret data

BaseSpace Clarity LIMS High-Throughput

Automation

o

CAGAACCTGACC

TTGGCATTTCCA
TAGCATCATGGAT
GAGTCAACAGTCA

High- and Low-Throughput Options

BaseSpace Sequence Hub BaseSpace Variant Interpreter

BaseSpace Cohort Analyzer

Figure 4: The NovaSeq 6000 System is part of a comprehensive sequencing ecosystem—The NovaSeq 6000 System is compatible with BaseSpace Clarity LIMS, the
lllumina library preparation kit portfolio, lllumina Qualified Methods support, and BaseSpace Sequence Hub, simplifying sequencing operations with a single, unified

workflow.

analysis, and storage. Data analysis tools include alignment and
variant detection, annotation, visualization, interpretation, and

somatic variant calling. For other analysis options, including in-house

pipelines, NovaSeq System Software generates base calls and
quality scoresin real time as per cycle base call (*.cbcl) files. The
included bcl2fastq?2 software translates *.cbcl files into FASTQ files
for downstream analysis.

Summary

The NovaSeq 6000 System expands NGS possibilities for all
researchers. With unmatched scalable throughput, tremendous
flexibility for a range of applications, and streamlined operation, the

NovaSeq 6000 System is the most powerful high-throughput lllumina

sequencing system to date, perfectly positioned to help users
uncover more about the genome than ever before.

Learn more

To learn more about the NovaSeq 6000 System, visit
www.illumina.com/novaseq

Ordering information
System Catalog No.
NovaSeq 6000 System 20012850

Sequencing Reagent Kits Catalog No.
NovaSeq 6000 SP Reagent Kit (300 cycles)
NovaSeq 6000 SP Reagent Kit (100 cycles)

(coming soon)
(coming soon)

NovaSeq 6000 S1 Reagent Kit (300 cycles) 20012863
NovaSeq 6000 S1 Reagent Kit (200 cycles) 20012864
NovaSeq 6000 S1 Reagent Kit (100 cycles) 20012865
NovaSeq 6000 S2 Reagent Kit (300 cycles) 20012860
NovaSeq 6000 S2 Reagent Kit (200 cycles) 20012861
NovaSeq 6000 S2 Reagent Kit (100 cycles) 20012862
NovaSeq 6000 S4 Reagent Kit (300 cycles) 20012866
NovaSeq 6000 S4 Reagent Kit (200 cycles) 20027466
NovaSeq Xp Workflow

NovaSeq Xp Flow Cell Dock 20021663
NovaSeq Xp 2-Lane Kit 20021664
NovaSeq Xp 4-Lane Kit 20021665

NovaSeq 6000 System specifications
Specifications

Instrument configuration

Computer and touch screen display

Installation setup and accessories

Data collection and analysis software

Instrument control computer

Base Unit: Portwell WADE-8022 with Intel i7 4700EQ CPU

Memory: 2 x 8 GB DDR3L SODIMM

Hard Drive: None

Solid-State Drive: 256 GB mSATA

Operating System: Windows

Note: Computer configurations will be upgraded regularly; contact your local
account manager for current configuration.

Operating environment

Temperature: 19°C t0 25°C (22°C +3°C), <2°C change per hour
Humidity: Noncondensing 20-80% relative humidity

Altitude: Below 2000 meters (6500 feet)

Ventilation: Maximum of 8530 BTU/h and average 6000 BTU/h

For Indoor Use Only.

Laser

532 nm, 660 nm, 780 nm, 790 nm

Dimensions

W xD xH: 80.0cm (31.5in) x 94.5cm (37.2in) x 165.6 cm (65.2 in) with
monitor

Weight: 481 kg (1059 Ib), includes 3.5 kg (7.8 Ib) for leak tray and 0.9 kg (2 Ib)
for keyboard and mouse

Crated Weight: 628 kg (1385 Ib)

Power requirements

200-240 VAC 50/60Hz, 16A, single phase, 2500 W

lllumina provides a region-specific uninterruptible power supply
Network connection

Dedicated 1 Gb connection between the instrument and data management
system. Connect directly or through a network switch.

Bandwidth for network connection

200 Mb/s/instrument for internal network uploads

200 Mb/s/instrument for BaseSpace Sequence Hub network uploads

5 Mb/s/instrument for Instrument Operational Data uploads

lllumina, Inc. - 1.800.809.4566 toll-free (US) « + | N < - I - . i'umina.com

© 2018 lllumina, Inc. All rights reserved. All trademarks are the property of lllumina, Inc. or their respective owners. For specific trademark information,

see www.illumina.com/company/legal.html. Pub. No. 770-2016-025-K QB 6046

For Research Use Only. Not for use in diagnostic procedures.
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SPECIFICATION SHEET

NovaSeq™ 6000
Sequencing
System

Immense discovery power for
deeper insights

« Match data output, time to results, and cost per sample
to study needs

« Configure sequencing method, flow cell type, and
read length for a broad range of applications

« Increase lab efficiency with a simplified workflow and
reduced hands-on time

illumina’
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NOVASEQ 6000 SYSTEM

Introduction

The NovaSeq 6000 System (Figure 1) unleashes a new

era in sequencing with groundbreaking innovations,
providing users with the throughput, speed, and flexibility
to complete projects faster and more economically than
ever before. Leveraging proven lllumina next-generation
sequencing (NGS) technology, multiple flow cell types, two
library loading workflows, and various read length com-
binations, the NovaSeq 6000 System enables effective
throughput scaling to suit virtually any study needs.

Applications requiring large amounts of data, such as
human whole-genome sequencing (WGS), ultradeep
whole-exome sequencing (WES), and whole-transcriptome
seqguencing can now be completed in a more cost-ef-
fective manner. For additional flexibility, the NovaSeq Xp
workflow supports individual lane loading for sequenc-
ing different library pools in each flow cell lane. When
combined with lower output flow cells, the same instru-
ment can be used for less data intensive methods. Every
project, regardless of the size or goal, will benefit from
easy operation and integration with data storage and
analysis tools that help streamline the overall experimental
workflow. Whether running a single NGS system or a large
fleet, the NovaSeq 6000 System opens new possibilities
across a range of sample types, sequencing methods, and
applications.

Scalable platform

The NovaSeq 6000 System provides access to a powerful,
high-throughout genomics solution that empowers users
to perform studies at the throughput and cost per sample
that meets their research objectives.

Match data output to project needs

The NovaSeq 6000 System offers output up to 6 Tb

and 20B reads per dual S4 runin < 2 days. Multiple flow
cell types and read length combinations offer flexible
output and run time configurations based on project
needs (Table 1). NovaSeq S Prime (SP), S1, and S2 flow
cells provide quick and powerful sequencing for most
high-throughput applications. With fewer reads than a
HiSeq™ 2500 or HiSeq 4000 flow cell and the flexibility of
individual lane loading, the NovaSeq SP and S1 flow cells
allows existing HiSeq System

2 | M-GL-00271v2.0

Figure 1: NovaSeq 6000 System—Transforming sequencing by
combining throughput, flexibility, and ease of use for virtually any
method, genome, and scale.

users to transition easily without the need to batch addi-
tional samples per run (comparison reads for the HiSeq
2500 System based on specifications for the HiSeq SBS
Kit v4). The NovaSeq S4 flow cell enables high-throughput
cost-effective sequencing across a range of applications,
making in-house WGS or WES studies an attractive and
affordable option for more labs.

Flexible performance

The NovaSeq 6000 System offers tremendous flexibility in
sequencing options, supporting an extensive output range
(Figure 2). Users can mix and match between four flow cell
types (SP, S1, S2, or S4), run one or two flow cells at a time,
and choose between multiple read lengths to easily adjust
output and sample throughput for each sequencing run
(Table 1).

For Research Use Only. Not for use in diagnostic procedures.
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Table 1: NovaSeq 6000 System flow cell specifications

Flow cell

SP S1 S2 S4
type
Lanes per 5 5 5 4
flow cell

Output per flow cell®

1x 35bp N/A N/A N/A 28%‘350
2x50bp  65-80 Gb 13‘&167 333}‘”7 N/A
134-167  266-333  667-833  1600-
2100 bp Gb Gb Gb 2000 Gb
200-250  400-500  1000- 2400-
2x150 bp b b 1250Gb 3000 Gb
2 % 250 bp 32%‘()"00 N/A N/A N/A
Single _ _ _ ~
Sngle pp  065-08B 134168 3.3-4B 8-108
gg;eads 13168 26328  6.6-828  16-20B

Quality scores®

1x35bp Q30 = 90%

2 x50 bp Q30 = 90%

2 x 100 bp Q30 = 85%

2 x 150 bp Q30 = 85%

2 x 250 bp Q30 =75%

Run time®

1x35bp N/A N/A N/A ~14 hr
2 x50 bp ~13 hr ~13 hr ~ 16 hr N/A
2 %100 bp ~19 hr ~19 hr ~25hr ~ 36 hr
2 x 150 bp ~25hr ~25hr ~ 36 hr ~ 44 hr
2 x 250 bp ~ 38 hr N/A N/A N/A

a. Outputand read number specifications based on a single flow cell using lllumina
PhiX control library at supported cluster densities; the NovaSeq 6000 System can
run one or two flow cells simultaneously

b. Quality scores are based on NovaSeq 6000 SP, S2, and S4 Reagent Kits v1.5 run
on the NovaSeq 6000 System using an Illumina PhiX control library; performance
may vary based on library type and quality, insert size, loading concentration, and
other experimental factors

c. Runtimes are based on running two flow cells of the same type; starting two
different flow cells will impact run time

N/A, not applicable; CPF, clusters passing filter; PE, paired-end

For Research Use Only. Not for use in diagnostic procedures.
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W NovaSeq 6000 System
M HiSeq X System
M HiSeq 4000 System

Output (millions of reads per flow cell)
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sS4 S2 S1
flow cell flow cell flow cell flow cell

Figure 2: The NovaSeq 6000 System offers the broadest output
range—The NovaSeq 6000 System generates from 80 Gb and
800M reads to 3 Tb and 10B reads of data in single flow cell mode.
In dual flow cell mode, output can be up to 6 Th and 20B reads. The
tunable output makes the NovaSeq 6000 System accessible for a
wide range of applications.

Maximize library loading configurations

The NovaSeq 6000 System offers two methods for flow
cell loading: the NovaSeq Xp and standard workflows.

NovaSeq Xp workflow

With the optional NovaSeq Xp workflow, available sep-
arately, users can load each flow cell lane individually to
separate different projects or methods between lanes.
The NovaSeq Xp workflow also allows users to multiplex
samples within a lane to maximize the total number of
samples per flow cell (eg, 96-plex per lane in each of the
four lanes on a NovaSeq S4 flow cell for a total of 384
samples). As an added benefit, this multiplexing reduces
the amount of DNA input required compared to the
standard workflow.

The NovaSeq Xp workflow offers an alternative to standard
onboard cluster generation. It consists of the NovaSeq

Xp Kit, containing reagents and a disposable manifold for
sample loading, and requires the NovaSeq Xp Flow Cell
Dock that holds flow cells for loading. The NovaSeq Xp
workflow is compatible with automation.

M-GL-00271v2.0 | 3
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Standard workflow

For faster sample loading, the NovaSeq 6000 System
offers the standard workflow featuring fully automated
onboard cluster generation for ease of use and reduced
hands-on time. Prepared libraries are loaded directly into a
sample tube that sits in a preconfigured reagent cartridge,
which is loaded directly onto the system for automated
cluster generation.

Wide range of sequencing methods
The NovaSeq 6000 System is compatible with various
lllumina library preparation Kkits, supporting a wide range

of methods, from expression profiling to WGS and beyond
(Table 2).

Table 2: NovaSeq 6000 System applications

Whole-genome sequencing

[llumina DNA PCR-Free Prep

Illumina DNA Prep

Targeted resequencing

[llumina DNA Prep with Enrichment + lllumina Exome Panel

Illumina RNA Prep with Enrichment + lllumina Exome Panel

RNA seqguencing

Illumina Stranded Total RNA Prep with Ribo-Zero Plus

Illumina Stranded mRNA Library Prep

Epigenetic sequencing

TruSeq Methyl Capture EPIC

Unigue dual indexing

IDT for lllumina DNA/RNA UD Indexes, Tagmentation (384
indexes across Sets A-D)

Library prep methods listed are only examples of those available for use with the
NovaSeq 6000 System. For a complete list, visit www.illumina.com.

4 | M-GL-00271v2.0

Streamlined operation

The NovaSeq 6000 System increases lab efficiency
through several advanced features (Figure 3):

Load-and-go reagent cartridges represent an 80%
reduction in consumables compared to the HiSeq Series
of Systems

« Ready-to-use reagents require no preparation other
than thawing and inversion, eliminating the need for
user intervention, minimizing human error, and drastical-
ly reducing run setup time

Radio-frequency identification (RFID)-encoded con-
sumables enable automated reagent traceability and
ensure compatibility of all sequencing reagents and
flow cells

» Automated flow cell loading and onboard cluster gener-
ation minimize hands-on time

« Extended reagent shelf life supports efficient planning
for future projects

« A 35-cycle kit increases workflow options, including
COVIDSeqg™ Test and counting applications, while low-
ering the cost per read

« Enhanced reagent chemistry streamlines the workflow,
increases the number of unique molecular identifiers
(UMIls) to accommodate more complex indexing strat-
egies, and supports the wide range of lllumina library
preparation solutions (Table 2)

Cutting-edge technology

The NovaSeq 6000 System provides powerful, simple,
scalable, and reliable high-throughput sequencing,
producing outstanding data quality. The instrument
relies on proven lllumina sequencing by synthesis (SBS)
chemistry. This proprietary reversible terminator-based
method enables the massively parallel sequencing of
billions of DNA fragments, detecting single bases as they
are incorporated into growing DNA strands. The method
significantly reduces errors and missed calls associated
with strings of repeated nucleotides (homopolymers).

For Research Use Only. Not for use in diagnostic procedures.
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NovaSeq” 6000

Figure 3: Straightforward operation—Many features of the
NovaSeq 6000 System are designed to simplify genomic studies,
including (A) intuitive touch screen interface, (B) lighted LED display
that indicates flow cell status, (C) snap-in cartridges containing
ready-to-use reagents, and (D) waste containers that can be easily
removed for disposal.

Ingenious design

The NovaSeq 6000 System unites high-performance
imaging with patterned flow cell technology to deliver
massive increases in throughput. Superior optics offer
high-resolution, high-speed scanning, contributing to
making the NovaSeq 6000 System the highest throughput
lllumina sequencing platform yet. Each NovaSeq flow cell
contains billions of nanowells at fixed locations for even
cluster spacing and uniform feature size. NovaSeq flow
cells reduce spacing between nanowells, significantly
increasing cluster density. Combining the higher cluster
density with proprietary exclusion amplification cluster-
ing maximizes the number of nanowells occupied by DNA
clusters originating from a single DNA template for a sub-
stantial increase in data output.

For Research Use Only. Not for use in diagnostic procedures.

Comprehensive NGS workflow

The NovaSeq 6000 System forms the cornerstone of a
seqguencing ecosystem encompassing workflow manage-
ment, manual or automated library preparation, sequenc-
ing, data analysis and interpretation, service, and support
(Figure 4).

Laboratory information management system
(LIMS)

Out of the box, the NovaSeq 6000 System is fully compat-
ible with BaseSpace™ Clarity LIMS. Using a LIMS, labs can
improve operational efficiency with comprehensive sample
and reagent tracking, automated workflows, and integrat-
ed instrument operation. BaseSpace Clarity LIMS offers

an intuitive user interface and preconfigured workflows,
enabling rapid adoption for immediate process tracking
and scalability. The NovaSeq 6000 System can also be in-
tegrated with user-developed and other third-party LIMS.

Automated library preparation

lllumina has partnered with leading automated liquid-han-
dling suppliers to develop several “lllumina Qualified”
methods (Table 2). The lllumina Qualified designation
means that libraries prepared with these methods perform
comparably to those prepared manually. lllumina Qualified
methods can be rapidly installed for immediate use in

any lab, minimizing time-consuming, costly development
efforts. Automating library preparation increases uniformity
across experiments, minimizes errors, reduces hands-on
time, and enables higher throughput, allowing users to
harness the unmatched productivity of the NovaSeq 6000
System.

Data analysis and interpretation

Data from the NovaSeq 6000 System can be streamed
into BaseSpace Sequence Hub, a user-friendly genomics
cloud computing platform optimized for processing large
data volumes. BaseSpace Sequence Hub offers sim-
plified data management, analysis, and storage. There,
users can access the DRAGEN™ (Dynamic Read Analysis
for GENomics) Bio-IT Platform for accurate, ultrarapid
secondary analysis of NGS data or a number of BaseSpace
apps for alignment and variant detection, annotation,

M-GL-00271v2.0 | 5



NOVASEQ 6000 SYSTEM

BaseSpace Clarity LIMS

High-throughput automation
See Table 2 for library prep kits

4 flow cell configurations

Manage workflow ) Prepare library Sequence Analyze data
[ ]
CAGAACCTGACC
TTGGCATTTCCA
TAGCATCATGGAT
GAGTCAACAGTCA

DRAGEN Bio-IT Platform
BaseSpace Sequence Hub

TruSight Software Suite
BaseSpace Correlation Engine

Figure 4: NovaSeq 6000 System NGS workflow—The NovaSeq 6000 System is compatible with BaseSpace Clarity LIMS, the lllumina library
preparation kit portfolio, lllumina Qualified Methods support, data analysis solutions such as the DRAGEN Bio-IT Platform and BaseSpace

Sequence Hub, and downstream data interpretation tools such as TruSight Software Suite and BaseSpace Correlation Engine.

visualization, and more. For other analysis options,
including in-house pipelines, the NovaSeq System
software generates base calls and quality scores that are
translated into FASTQ files for downstream analysis.

To assist with data interpretation, lllumina offers the Tru-
Sight™ Software Suite and BaseSpace Correlation Engine.
TruSight Software Suite provides intuitive and comprehen-
sive tools for visualizing, triaging, and interpreting variants
associated with genetic disease. BaseSpace Correlation
Engine integrates data with the world’s genomic knowl-
edgebase for comparison across a large, curated reposito-
ry of public data sets.

Summary

The NovaSeq 6000 System expands NGS possibilities
for all researchers. With unmatched scalable throughput,
tremendous flexibility for a range of applications, and
streamlined operation, the NovaSeq 6000 System is the
most powerful high-throughput lllumina sequencing sys-
tem to date, perfectly positioned to help users uncover
more about the genome than ever before.

Learn more

NovaSeq 6000 System, illumina.com/novaseq
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Ordering information

System Catalog no.
NovaSeq 6000 System 20012850
Sequencing reagent kits Catalog no.
NovaSeq 6000 SP Reagent Kit v1.5 (100 cycles) 20028401
NovaSeq 6000 SP Reagent Kit v1.5 (200 cycles) 20040719
NovaSeq 6000 SP Reagent Kit v1.5 (300 cycles) 20028400
NovaSeq 6000 SP Reagent Kit v1.5 (500 cycles) 20028402
NovaSeq 6000 S1 Reagent Kit v1.5 (100 cycles) 20028319
NovaSeq 6000 S1 Reagent Kit v1.5 (200 cycles) 20028318
NovaSeq 6000 S1 Reagent Kit v1.5 (300 cycles) 20028317
NovaSeq 6000 S2 Reagent Kit v1.5 (100 cycles) 20028316
NovaSeq 6000 S2 Reagent Kit v1.5 (200 cycles) 20028315
NovaSeq 6000 S2 Reagent Kit v1.5 (300 cycles) 20028314
NovaSeq 6000 S4 Reagent Kit v1.5 (35 cycles) 20044417
NovaSeq 6000 S4 Reagent Kit v1.5 (200 cycles) 20028313
NovaSeq 6000 S4 Reagent Kit v1.5 (300 cycles) 20028312
Sequencing reagent kits Catalog no.
NovaSeq Xp Flow Cell Dock 20021663
NovaSeq Xp 2-Lane Kit v1.5 20043130
NovaSeq Xp 4-Lane Kit v1.5 20043131

For Research Use Only. Not for use in diagnostic procedures.
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NovaSeq 6000 System specifications

Specifications

Instrument configuration

Computer and touch screen display
Installation setup and accessories
Data collection and analysis software

Instrument control computer

Base unit: Portwell WADE-8022 with Intel i7 4700EQ CPU
Memory: 2 x 8 GB DDR3L SODIMM. Hard drive: None
Solid-state drive: 256 GB mSATA

Operating System: Windows 10

Note: Computer configurations will be upgraded regularly;
contact your local account manager for current configuration.

Operating environment

Temperature: 19°C to 25°C (22°C £3°C), < 2°C change per hour
Humidity: noncondensing 20-80% relative humidity

Altitude: below 2000 meters (6500 feet)

Ventilation: maximum of 8530 BTU/h and average 6000 BTU/h
For indoor use only

Laser
Class 1laser product embedded with class IV lasers: 532 nm,
660 nm, 780 nm, 790 nm

Dimensions

W x D x H:80.0cm (31.51n) x 94.5 cm (37.2 in) x 165.6 cm (65.2
in) with monitor. Weight: 481 kg (1059 Ib), includes 3.5 kg (7.8 Ib)
for leak tray and 0.9 kg (2 Ib) for keyboard and mouse, Crated
weight: 628 kg (1385 Ib)

Power requirements
200-240 VAC 50/60Hz, 16A, single phase, 2500 W
[llumina provides a region-specific uninterruptible power supply

Radio frequency identifier (RFID)

Frequency: 13.56 MHz

Power: supply 3.3 volts DC = 5%, current 120 mA, RF output
power 200 mW

Network connection
Dedicated 1 Gb connection between the instrument and data
management system. Connect directly or through network.

Bandwidth for network connection

200 Mb/s/instrument for internal network uploads

200 Mb/s/instrument for BaseSpace Sequence Hub uploads
5 Mb/s/instrument for Instrument Operational Data uploads

illumina

1.800.809.4566 toll-free (US) | + | EG_—— |
I | . [lumina.com

© 2022 lllumina, Inc. All rights reserved. All trademarks are the
property of lllumina, Inc. or their respective owners. For specific
trademark information, see www.illumina.com/company/legal.html.
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